
Supplemental Data. Cavalier et al. (2008). Disrupting two Arabidopsis thaliana xylosyltransferase genes 

results in plants deficient in xyloglucan, a major primary cell wall component. 
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Supplemental Figure 4. HPAEC-PAD Analysis of Dilutions of Wild-Type Driselase-
Digested Crude Cell Wall Preparations.

HPAEC-PAD analysis of serial dilutions of wild-type (Col-0) Driselase-susceptible fractions.
Fuc, fucose; Rha, rhamnose; Ara, arabinose; GGMX, peak composed of galactose, 
glucose, mannose, and xylose; IP, isoprimeverose; X2, xylobiose.



Supplemental Figure 5. HPAEC-PAD Analysis of Driselase-Digested Crude Cell Wall 
Preparations from Wild-Type and xxt1 xxt2 Double Mutant Plants Complemented 
with either 35Spro:XXT1 or 35Spro:XXT2.

Representative chromatographs from HPAEC-PAD analysis of isoprimeverose (IP) released 
by Driselase from crude cell wall preparations of individual 7-day-old seedlings of wild-type 
(Col-0; bottom panel) and xxt1 xxt2 double mutants (T2 generation) complemented with either 
35Spro:XXT1 (top panel) or 35Spro:XXT2 (middle panel). X2, xylobiose.



Supplemental Figure 6. Hypocotyl Cross-Section Area of T-DNA Insertion Mutants.

Hypocotyl cross-section area (mm2) of 4-day-old etiolated hypocotyls of wild-type 
(Col-0; n = 217), xxt1 (n = 96), xxt2 (n = 51), and xxt1 xxt2 (n = 59) T-DNA insertion 
mutants. Asterisk denotes statistically significant difference with respect to wild-type 
(P < 0.001). Error bars ±SD.



Supplemental Table 1. Xyloglucan-directed antibodies used in this study. 
 

Antibody Name Immunogen 
CCRC-M1 Sycamore rhamnogalacturonan I 
CCRC-M39 Maize xylan 
CCRC-M48 Tamarind seed xyloglucan 
CCRC-M49 Tamarind seed xyloglucan 
CCRC-M50 Tamarind seed xyloglucan 
CCRC-M51 Tamarind seed xyloglucan 
CCRC-M52 Tamarind seed xyloglucan 
CCRC-M53 Tamarind seed xyloglucan 
CCRC-M54 Tamarind seed xyloglucan 
CCRC-M55 Tamarind seed xyloglucan 
CCRC-M57 Tamarind seed xyloglucan 
CCRC-M58 Tamarind seed xyloglucan 
CCRC-M86 Tomato cell suspension xyloglucan 
CCRC-M87 Tomato cell suspension xyloglucan 
CCRC-M88 Tomato cell suspension xyloglucan 
CCRC-M89 Tomato cell suspension xyloglucan 
CCRC-M90 Tomato cell suspension xyloglucan 
CCRC-M93 Tomato cell suspension xyloglucan 
CCRC-M95 Tomato cell suspension xyloglucan 
CCRC-M96 Tomato cell suspension xyloglucan 
CCRC-M99 Tomato cell suspension xyloglucan 
CCRC-M100 Sycamore cell suspension xyloglucan 



Supplemental Table 2.  Primer sequences used for genetic analysis and 
complementation. 
 

Target 
Primer 

ID Primer Sequence 
LP1 GAAATCTCGAGACCGGACTAATAAACCT xxt1 SAIL_785-E02  RP1 ATCCCCCAATAACCGTGCAAGTAATAAC 
LP2 CCAAAGAGCTTTACGCCAAT xxt2 SALK_101308 RP2 CGCTTGTTAGGTCCGATGAA 

SAIL T-DNA LB3 TAGCATCTGAATTTCATAACCAATCTCGATACAC 
SALK T-DNA LBb1 GCGTGGACCGCTTGCTGCAACT 

- GATGAGCCTCAGGAAGGTGA XXT5 - CATCACGAATTGGCCCTTTA 
- GATCTTTGCCGGAAAACAATTGGAGGATGGT UBQ10 - CGACTTGTCATTAGAAAGAAAGAGATAACAGG 
- CACCATGATAGAGAAGTCTATAGGAGCGCA XXT1 Coding Sequence - CGCAAAATTAAAAGATACAAAACAA 
- CACCATGATTGAGAGGTGTTTAGGAGCTTA XXT2 Coding Sequence - CCTAAACGCAAAACCGATTC 

 
 

 

 


